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and subtropical areas. The ﬁrst documented appearance of
DEN-V infection in Kingdom of Saudi Arabia was in Jeddah,
western region in 1994, and the infection is still endemic
in the area. The aim of this study was to determine the
presence and typing of DEN-Vs in hospitalized patients in
western region of Saudi Arabia.
Materials and Methods: Three hundred and ﬁve serum
samples from suspected inpatients were collected during
April to August 2007 and were screened for dengue viruses.
The samples were cultured on C6/36 mosquito cell line
to determine the cytopathic effects and to identify the 4-
serotypes of DEN-Vs using indirect immunoﬂuorescent assay
(IFA). IgM/IgG ELISA assays were also used to detect the inci-
dence of infection. In addition, RT-nested-PCR was used to
detect and identify the types of dengue viruses.
Results: ELISA screening showed that 32(10.5%) samples
were positive for DEN-V IgM, 74(24.2%) were positive for
DEN-V IgG and 56(18.4%) were positive for both IgM and IgG.
IFA revealed 40(13.1%) positive cases of DEN-V, of them:
8(20%) DEN-V1, 7(17.5%) DEN-V2, and 25(62.5%) samples
DEN-V3. The RT-PCR showed that 89(29.2%) samples were
positive for DEN-V, of them 16(17.9%) samples were positive
for DEN-V1, 20(22.5%) DEN-V2 and 53(59.6%) DEN-V3. DEN-
V4 was not detected by RT-PCR and IFA. The seroprevalence
was 162(53.1%), while the incidence was 39(24.1%).
Conclusion: This study showed a high seroprevalence and
low incidence of dengue virus infection in the study popula-
tion. Approximately half of the patients were at a high risk
of developing dengue hemorrhagic fever and dengue shock
syndrome at subsequent infection. Because of its high sen-
sitivity and speciﬁcity, we recommend the use of RT-PCR
for rapid direct diagnosis and typing of dengue viruses in
addition to the conventional methods.
doi:10.1016/j.ijid.2008.05.879
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Background: Réunion Island Chikungunya outbreak begun
on April 2005 and was maximal during the ﬁrst 2006 quar-
ter. For the ﬁrst time a mother to child transmission was
described, viral genome was found in the amniotic liquid,
plasma and cerebrospinal ﬂuid of some fetus and new-born.
We do not know if Chikungunya infection during pregnancy
may cause fetal loss, premature delivery, small for age new-
born or neonatal mortality. Our aim was to study the effect
of Chikungunya outbreak on pregnancy length, new-born
weight, fetal loss and perinatal mortality.
Methods: Data for the 2004—2006 period come from
social and health administrations of Réunion Island witch
collect information about almost each pregnancy and deliv-
ery. During the study period la Caisse d’Allocation Familiale
(Family Allowance Ofﬁce) had registered 41,665 deliveries
with information on fetal loss, still birth and neonatal mor-
tality and la Protection Maternelle et Infantile (Mother and
Child Welfare) 42,359 alive new-born with information on
term, and weight. Deliveries of 2006 ﬁrst quarter were com-
pared to the 2004—2005 ﬁrst quarter.
Results: Abortion and fetal loss before 22 weeks of
pregnancy were not different for the ﬁrst quarter of 2006
compared to 2005 and 2004 (1.1 versus 1.2%). Perinatal mor-
tality (fetal loss after 22 weeks, still-birth and neonatal
mortality before 28 days) was not different for the ﬁrst quar-
ter of 2006 compared to 2005 and 2004 (1.8 versus 1.3%).
Percentage of delivery before 37 weeks was similar for ﬁrst
quarter deliveries of 2006 compared to 2005 and 2004 (9.1
versus 10.1%). Percentage of small-for-age (<10◦p) new-born
was similar for ﬁrst quarter of 2006 compared to 2005 and
2004 (10.5 versus 10.0%).
Conclusion: We do not identify any increased risk of fetal
loss before 22 weeks of pregnancy, perinatal mortality, pre-
mature delivery, small-for-age new-born between January
and March 2006.
doi:10.1016/j.ijid.2008.05.880
49.014
First Report of Human Infection Due to Erwinia
tasmaniensis-Like Organism
S.Y. Shin1,∗, J.H. Song2, K.S. Ko3
1 Cheju National University School of Medicine, Jeju, Repub-
lic of Korea
2 Samsung Medical Center, Seoul, Republic of Korea
3 Sungkyunkwan University School of Medicine, Suwon,
Republic of Korea
Objectives: The genus Erwinia consists of 12 validated
species which are associated with plants as pathogens, but,
clinical isolates are exceedingly rare; only one species,
Erwinia persicina, has been isolated from the urine of a
woman with a urinary tract infection. Erwinia tasmaniensis
is a recently describe species. It was isolated from ﬂow-
ers and barks of apple and pear trees in Australia, but was
not pathogenic on plants. We presently describe the isola-
tion of a bacterium from the excisional tissue of a patient
with cervical lymphadenitis that was determined to be an
E. tasmaniensis-like organism.
Results: A 79-year-old woman visited a hospital for eval-
uation of left side cervical lymphadenopathy and headache
that had begun three days previously. On physical exam-
ination, her left neck had multiple, 0.5—1.5 cm sized,
tender, conglomerated lymph nodes, but other ﬁndings were
unremarkable. Neck sonography showed multifocal necrotic
lymph node in the left side of the neck with perinodal
inﬁltration. An excisional biopsy was performed. Pathologic
examination revealed central necrosis with peripheral hem-
orrhages, with no evidence of malignancy or tuberculosis.
Culture of tissue obtained from the biopsy isolated a bac-
terium that was identiﬁed as Pantoea sp. by VITEK 2 in the
clinical microbiology laboratory. For more precise identiﬁca-
tion, 16S rRNA gene analysis was undertaken. A 1,289 bp of
the 16S rRNA gene was obtained from the bacterium, which
was designated ABB-Jeju-1. The determined 16S rRNA gene
